: Distribution of relative expression of a single gene over all conditions. Notice that the distribution is approximately normal and uni-modal. For this reason we can take the standard deviation of the regulation to measure the variability in gene expression for a particular set of conditions. Figure 3a in the main text, using same colour scheme. The analysis of gene regulation was repeated eliminating conditions where the environmental perturbation was combined with genetic modification of one of the 11 genes for which an only genetic condition is available. The main effect is to lower the number of genes that have little or no average regulation over conditions.
Meta-analysis of genome regulation and expression variability across hundreds of environmental and genetic perturbations in fission yeast Figure 3a in the main text, using same colour scheme. The analysis of gene regulation was repeated eliminating conditions where the environmental perturbation was combined with genetic modification of one of the 11 genes for which an only genetic condition is available. The main effect is to lower the number of genes that have little or no average regulation over conditions. 
